INTRODUCTION
Cucumber mosaic virus (CMV) is a positive-sense RNA plant virus with a tripartite genome consisting of single-stranded RNAs, designated RNA1, 2 and 3 in decreasing order of molecular weight (Mr) 13, 18) . In the course of our study on molecular aspects of CMV, we have already made cDNA clones and reported the complete nucleotide sequences of RNA316) and RNA212) of Japanese Y strain of CMV (CMV-Y)25). In this paper, we described the synthesis of cDNA clones covering full-length of RNA1 of CMV-Y and its complete nucleotide sequence. Since RNAs1 and 2 of CMV were suggested to encode proteins associated with the replication of the virus genome17), it is of interest to know the nucleotide sequence and amino acid sequence encoded by the RNA and to compare them with those of other proteins involved in nucleic acid replication.
A nucleotide sequence of CMV RNA1 was first reported on CMV-Q strain21 followed by Fny strain23). The computer analysis of these sequences revealed that there is a significant homology between the two RNA1s23) and sequences in the central region of the RNAs are highly conserved among other tripartite plant viruses21), alfalfa mosaic virus3) and brome mosaic virus2). Computer-assisted comparison of the sequences of RNA1s of these CMV strains and evolutionary relationships among all genome RNAs of CMV are also described. 
